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Education
1996-2000 Bachelors of Science (B.S.), University of California San Diego. 
2000-2001 Masters of Science (M.S.), Division of Biology, University of California San Diego.
2001-2003	Medical Student at University of New Mexico School of Medicine, Albuquerque
2003-2004 Research Fellow, Doris Duke Clinical Research Fellowship for Medical Students at Washington University in St Louis.
2004-2006	Medical Doctorate (M.D.), Baylor College of Medicine, Houston, Texas.

Residency Training
2006-2009		Pediatric Resident, Baylor College of Medicine
2009-2011	Medical Genetics Fellowship, Department of Molecular and Human Genetics, Baylor College of Medicine

Academic Appointments
2023-present	Associate Professor with tenure, Department of Molecular and Human Genetics, Baylor College of Medicine and Jan and Dan Duncan Neurological Research Institute, Texas Children’s Hospital
2016-2023	Assistant Professor, Department of Molecular and Human Genetics, Baylor College of Medicine and Jan and Dan Duncan Neurological Research Institute, Texas Children’s Hospital
2011-2016	Non-tenure track faculty, Department of Molecular and Human Genetics, Baylor College of Medicine

Licensure and Board Certification
American Board of Medical Genetics 2011-present
American Board of Pediatrics 2009-2022
Licensed Physician,Texas Medical Board

Other Experience and Professional Memberships
2025-present		Scientific Advisory Board, World Visceral Myopathy Foundation
2024-present		Scientific Advisory Board, DNM1L foundation
2014- present		Chair, Scientific Advisory Board- Global Foundation for Peroxisomal Disorders (GFPD)
2020-present		Scientific Advisory Board- CACNA1A.org
2014-present		American Society of Human Genetics
2011-present		Member Genetic Society of America

Honors
2011	Baylor College of Medicine Molecular and Human Genetics-“Most Outstanding Fellow”
2009	Baylor College of Medicine Pediatric Residency- “Most Outstanding Research” 
2001			UC San Diego Vice-Chancellor Scholar Athlete Award
2000			Phi Beta Kappa UC San Diego  

Grant and Manuscript Review
2010-present	Peer Reviewer for 75 manuscripts in American Journal of Human Genetics, Proceedings of the National Academy of Sciences, PLOS Genetics Nature Communications,, PLOS One, Human Molecular Genetics, American Journal of Medical Genetics, Journal of Inherited Metabolic disease 
2021-2026		Study section grant review for Fondazione Telethon (https://www.telethon.it/en) Italy
2022 	CIHR Grant Review panel Canadian Institutes of Health Research | Government of Canada, June 2022
2019			Ad hoc Associate Editor GENETICS, eLife
2021 	CACNA1A Foundation Grant Review panel committee (https://www.cacna1a.org/research-grant-program)
2019			Vidi Talent Program Grant Review Netherlands
2017			Israel Science Foundation Grant Reviewer 
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2022-present		Biotechnology research, Healthcare and Legal
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Yuqing Zhu- post doctoral fellow January 2025-present
Saurabh Srivastav- post doctoral fellow June 2024-present
Paige Hall- graduate student April 2024- present
Melanie Mew- graduate student April 2024-present
Blake Vuocolo - Genetic Counselor July 2022-present
Rebekah Townsley- graduate student 2021-present
Jonathan Andrews- post doctoral fellow 2017- present
Kristy Jay- graduate student 2019-2024 (Ph.D. 2024)
Clarissa Gonzalez- medical student 2024-2025
Deborah Agorua- 2023-2024 pre-medical student
Christina Nguyen-2022-2023 pre medical student
Neelanjana Roy- post doctoral fellow October 2021- 2023
Yehosua Manor- medical genetics fellow July 2018-2021
Linda Rosetti- pediatric medical genetics resident July 2018-2020
Nurit Assia Batzir- medical genetics fellow July 2017-July 2019
Xi Luo -post doctoral fellow 2015-2017
Laurie Robak- medical genetics fellow February 2015-2016
Sharon Li Cheng- medical student genetics research track 2015 (M.D. 2017)
Meredith Ventura- medical student genetics research track 2015 (M.D. 2017)
Yu-Hsin Chao- 2013-2017 Technician
			
Thesis-Advisory Committees
Phillip Boone June 2013
Mingchu Xu- July 2017
Hadia Hijazi April 2020
Ian Copeland December 2020
Timothy Abreo March 2024
Andrew Rivera Munoz December 2025
Nikhita Amod Gogate December 2025
Christina Magyar
Grace Elizabeth Pina
		
Teaching and Mentorship
Genetics and Genomics Program Qualifying Exam co-Chair 2020-present
Medical Genetics I lecturer 2017-present
Genetic Counseling Program lecturer 2018-present
Invited mentor for Trainee mentor lunch American College of Medical Genetics, March 10, 2016

Peer-Reviewed Publications and Submitted

Michael Wangler on Google Scholar
h-index 52, total citations 9152.
 
(* Indicates Corresponding Author)
2026
1. Andrews J, Hall P, Townsley RE, Briere LC, Jangam SV, Walker MA, High FA, Velmans C, Bolte A, Begemann A, Kolokotronis K, Rauch A, Netzer C, Reintjes N, Undiagnosed Diseases Network, Yamamoto S, Kanca K, Bellen HJ, Sweetser DA, Wangler MF*. A novel allelic PHACTR1-associated neurodevelopmental disorder results in a decrease in neuron firing frequency and alternation in tubulin structures. *First authorship. Submitted
2. Hall P, Wangler MF*, Andrews J.*  How Studying Rare Disease Leads to Mechanistic Insights and Therapeutic Development: Lessons from Nonmammalian Models.  Annual Reviews of Genetics and Genomics.  Accepted
3. Townsley R, Andrews J, Srivastav S, Jangam S, Hannan S, Kanca O, Yamamoto S, Wangler MF* (2026) NLGN3 autism variants have distinct functitonal impact on synapses and sleep behavior in Drosophila. Biorxiv [Preprint]. Mar 27. 
4. Jay KL, Gogate N, Hall PI, Ezell K, Andrews JC, Jangam SV, Hall PI, Pan H, Pham K, German R, Gomez V, Jellinek-Russo E, Storch E; Brain Gene Registry Consortium, Undiagnosed Diseases Network; Yamamoto S, Kanca O, Bellen HJ, Dierick H, Cogan JD, Phillips JA, Hamid R, Cassini T, Rives L, Posey JE, Wangler MF* (2026). Resolution of SLC6A1 variable expressivity in a multi-generational family using deep clinical phenotyping and Drosophila models. HGG Advances Jan 15;7(1):100541.. PMID: 41174879.
2025
1. Sankhe R, William MI, Fallatah W, Mackay L, Brown ML, Bhagwat P, Elsea SH, Braverman N, Wangler MF*(2025). Metabolomic Profiling Reveals Brain Lipid Alterations in PEX7-Deficient Models of Rhizomelic Chondrodysplasia Punctata. Biomolecules 2025 Dec 19; 16(1):6. 
2. Meza U, Robero-Mendez C, Ramirez-De Leon DA, Bibollet H, Tyagi S, Bhadane P, Papadopoulos S, Salamanca-Vera MF, Perez-Aguilar JM, Wangler MF, Bannister RA. (2025) Altered gating of two Cav2.1 variants linked to neurodevelopmental disorders with epilepsy and migraine. FASEB J. Sep 15;39(17):e71012. PMID: 40906262
3. Ma M, Zheng Y, Lu S, Pan X, Worley KC, Burrage LC, Blieden LS, Allworth A, Chen WL, Merla G, Mandriani B, Rosenfeld JA, Li-Kroeger D, Dutta D, Yamamoto S, Wangler MF; Undiagnosed Diseases Network; Glass IA, Strohbehn S, Blue E, Prontera P, Lalani SR, Bellen HJ.(2025). Heterozygous variants in PLCG1 affect hearing, vision, cardiac, and immune function. eLife Aug 27;13:RP95887. PMID: 38260438. 
4. Gomez VA, Kanca O, Jangam S, Srivastav S, Andrews JC, Wangler MF*. (2025) Distinguishing PEX gene variant severity for mild, severe and atypical peroxisome biogenesis disorders in Drosophila. Dis Model Mech  Jul 1:18(7): dmm052258.
5. Wangler MF*, Chao YH, Roth M, Welti R, McNew JA.(2025) Drosophila Models Uncover Substrate Channeling Effects on Phospholipids and Sphingolipids in Peroxisomal Biogenesis Disorders. PLoS One.  10.1371/journal.pone.0324143. PMID: 40498764
6. Gonzalez C, Cohen MJ, Hong J, Calame D, Marri K, Harpavat S, Wangler MF*, Mysore K* (2025). Neuropathy post-liver transplantation in Zellweger Spectrum Disorder: A Case Report. Am J Med Genet A. 10.1002/ajmg.a.63941. PMID: 39632697. 
7. Mok J-W, Mackay L, Blazo M, Mizerik E, Gecz J, Carroll R, Nizon M, Rondeau S, Joubert M, Cuinat S, Deb W, Valle Sirias F, Weisz-Hubshman M, Ketkar S, Polak U, Tran AA, Kearney D, Hanchard NA, Kanca O, Wangler MF, Bellen HJ, Lee B, Baylor College of Medicine Center for Precision Medicine Models, Yamamoto S, Machol K (2025). C-terminal frameshift variants in GPKOW are associated with a multisystemic X-linked disorder. Genet Med. Apr 10;27(7): 101429. PMID: 40221893
8. Bereshneh AH, Andrews JC, Eberl DF, Bademci G, Borja NA, Bivona S, Undiagnosed Diseases Network, Baylor College of Medicine Center for Precision Medicine Models, Chung WK, Yamamoto S, Wangler MF, McKee S, Tekin M, Bellen HJ, Kanca O. (2025). De novo variants in CDKL1 and CDKL2 are associated with neurodevelopmental symptoms. Am J Hum Genet. Apr 3;112(4):846-862. PMID: 40088891. 
9. Booth KTA, Jangam S, Chui MMC, Treat K, Graziani L, Soldano A, White K, Christensen CK, Lynnes T, Yamamoto S, Kanca O, Tsang MHY, Lynch SA, Mullegama SV, Batista J, Lancu D, Joss SK, Mak CCY, Kwong AY, Bellen HJ, BCM Center for Precision Medicine Models, Conboy E, Sanges R, Wangler MF, Chung BHY, Vetrini F (2025). De novo and inherited variants in DDX39B cause a Novel Syndrome Characterized by Neurodevelopmental Delay, Short Stature, and Congenital Hypotonia.  Brain Feb 7: awaf035. PMID: 39918047. 
10. Weisz-Hubshman M, Burrage LC, Jangam SV, Rosenfeld JA, von Hardenberg S, Bergmann A, Richter MF, Rydzanicz M, Ploski R, Stembalska A, Chung W, Hernan RR, Lim FY, Brunet T, Syrbe S, Keren B, Heide S, Murdock DR, Dai H, Xia F, Kekar S, Dawson B, Narayanan V, Graves H, Undiagnosed Diseases Network, Wangler MF, Bacino CA, Lee B. (2025). Genet. Med. Apr;27(4):101369. PMID: 39891528. 
11. Aceves-Ewing NM, Lanza DG, Marcogliese PC, Lu D, Hsu CW, Gonzalez M, Christiansen AE, Rasmussen TL, Ho AJ, Gaspero A, Seavitt J, Dickinson ME, Yuan B, Shayota BJ, Pachter S, Hu X, Day-Salvatore DL, Mackay L, Kanca O, Wangler MF, Potocki L, Rosenfeld JA, Lewis RA, Chao HT, Lee B, Lee S; Undiagnosed Diseases Network; Baylor College of Medicine Center for Precision Medicine Models; Yamamoto S, Bellen HJ, Burrage LC, Heaney JD. (2025). Uncovering Phenotypic Expansion in AXIN2-Related Disorders through Precision Animal Modeling. medRxiv [Preprint]. 2025 Mar 1:2024.12.05.24318524. doi: 10.1101/2024.12.05.24318524.PMID: 39677486 
2024

1. Manor J, Jangam SV, Chung HL, Bhagwat P, Andrews J, Chester H, Kondo S, Srivastav S, Botas J, Moser AB, Huguenin SM, Wangler MF*.(2024). Genetic analysis of the X-linked Adrenoleukodystrophy ABCD1 gene in Drosophila uncovers a role in Peroxisomal dynamics. bioRxiv [Preprint]. PMID: 39386423
2. German RJ, Vuocolo B, Vossaert L, Saba L, The Texome Project, Wangler MF*, Bacino C*, Texome Project (2024). Recurrent carotid paragangliomas in a syndromic patient with a heterozygous missense variant in DNA Methyltransferase 3 Alpha. Am J Med Genet A. Aug 21:e63849 PMID: 39166703
3. Huang Y, Jay KL, Huang A Y-W, Wan J, Jangam SV, Chorin O, Rothschild A, Barel O, Mariani M, Iascone M, Xue H, Undiagnosed Diseases Network, Huang J, Mignot C, Keren B, Saillour V, Mah-Som AY, Sacharow S, Rajabi F, Costin C, Yamamoto S, Kanca, O, Bellen HJ, Rosenfeld JA, Palmer CGS, Nelson SF, Wangler MF*, Marinez-Agosto JA* (2024). Loss-of-function in RBBP5 results in a syndromic neurodevelopmental disorder associated with microcephaly. Genet. Med. Jul 19;26(11);101208 PMID: 39036895
4. Mao M, Liu C, Wang L, AI-Ouran R, Deisseroth C, Pasupuleti S, Kim SY, Li L, Rosenfeld JA, Meng L, Burrage LC, Wangler MF, Yamamoto S, Undiagnosed Diseases Network, Santana M, Perez V, Shukla P, Lee B, Yuan B, Xia F, Bellen HJ,#, Liu P, Liu Z (2024). AI-MARRVEL: A Knowledge-Driven Artificial Intelligence for Molecular Diagnostics of Mendelian Disorders, NEJM AI. May; 1(5): 10.1056 
PMID: 38962029
5. Moulton MJ, Atala K, Zheng Y, Dutta D, Grange DK, Lin WW, Wegner DJ, Wambach JA, Duker AL, Bober MB, Kratz L, Wise CA, Oxendine I, Khanshour A; Undiagnosed Diseases Network; Wangler MF, Yamamoto S, Cole FS, Rios J, Bellen H (2024). Dominant missense variants in SREBF2 are associated with complex dermatological, neurological, and skeletal abnormalities. Genet. Med. Sep; 26(9):101174. PMID: 38847193. 
6. Ma M, Ganapathi M, Zheng Y, Tan KL, Kanca O, Bove KE, Quintanilla N, Sag SO, Temel SG, LeDuc CA, McPartland AJ, Pereira EM, Shen Y, Hagen J, Thomas CP, Nguyen Galván NT, Pan X, Lu S, Rosenfeld JA, Calame DG, Wangler MF, Lupski JR, Pehlivan D, Hertel PM, Chung WK, Bellen HJ.(2024) Homozygous missense variants in YKT6 result in loss of function and are associated with developmental delay, with or without severe infantile liver disease and risk for hepatocellular carcinoma. Genet. Med. Jul;26(7):101125 PMID: 38522068
7. Pan X, Tao AM, Lu S, Ma M, Hannan SB, Slaugh R, Drewes Williams S, O'Grady L, Kanca O, Person R, Carter MT, Platzer K, Schnabel F, Abou Jamra R, Roberts AE, Newburger JW, Revah-Politi A, Granadillo JL, Stegmann APA, Sinnema M, Accogli A, Salpietro V, Capra V, Ghaloul-Gonzalez L, Brueckner M, Simon MEH, Sweetser DA, Glinton KE, Kirk SE; Baylor College of Medicine Center for Precision Medicine Models; Wangler MF, Yamamoto S, Chung WK, Bellen HJ. (2024) De novo variants in FRYL are associated with developmental delay, intellectual disability and dysmorphic features. Am. J. Hum. Genet. Apr 4; 111(4):742-760. PMID: 38479391
8. Vuocolo B, German R, Lalani SR, Murali CN, Bacino CA, Baskin S, Littlejohn R, Odom JD, McLean S, Schmid C, Nutter M, Stuebben M, Magness E, Juarez O, Achi DE, Mitchell B, Glinton KE, Robak L, Nagamani SC, Saba L, Ritenour A, Zhang L, Streff H, Chan K, Kemere KJ, Carter K, The Texome Project*, Owen N, Vossaert L, Liu P, Bellen H, Wangler MF* (2024). Improving access to exome sequencing in a medically underserved population through the Texome Project. Genet. Med. Jun;26(6):101102 PMID: 38431799
9. German RJ, Vuocolo B, Vossaert L, Lewis RA, Saba L, The Texome Project, Wangler MF*, Nagamani S (2024). Novel Hemizygous Single Nucleotide Duplication in RPGR in a patient with Retinal Dystrophy and Sensorineural Hearing Loss. (2024) Mol Genet Genomic Med. Feb; 12(2);e2404 PMID: 38404254
10. Dutta D, Kanca O, Shridharan RV, Marcogliese PC, Steger B, Morimoto M, Frost FG, Macnamara E; Undiagnosed Diseases Network; Wangler MF, Yamamoto S, Jenny A, Adams D, Malicdan MC, Bellen HJ (2024). Loss of endoplasmic reticulum protein Tmem208 affects cell polarity, development and viability. Proc. Natl. Acad. Sci. Feb 27;121(9):e2322582121. PMID: 38381787

2023

1. Nil Z, Deshwar AR, Huang Y, Barish S, Zhang X, Choufani S, Le Quesne Stabej P, Hayes I, Yap P, Haldeman-Englert C, Wilson C, Prescott T, Tveten K, Vøllo A, Haynes D, Wheeler PG, Zon J, Cytrynbaum C, Jobling R, Blyth M, Banka S, Afenjar A, Mignot C, Robin-Renaldo F, Keren B, Kanca O, Mao X, Wegner DJ, Sisco K, Shinawi M; Undiagnosed Disease Network; Wangler MF, Weksberg R, Yamamoto S, Costain G, Bellen HJ (2024) Rare de novo gain-of-function missense variants in DOT1L are associated with developmental delay and congenital anomalies. Am. J. Hum. Genet. Nov 2; 110(11):1919-1937. PMID: 37827158
2. Wangler MF, Lesko B, Dahal R, Jangam S, Bhadane P, Wilson TE, McPheron M, Miller MJ(2023). Dicarboxylic acylcarnitine biomarkers in peroxisome biogenesis disorders. Mol Genet Metab  Nov; 140(3):107680. doi: 10.1016/j.ymgme.2023.107680. PMID: 37567036.
3. Ford CP, Littlejohn RO, German R, Vuocolo B, Aceves J, Vossaert L, Owen N, Wangler MF*, Carrie A (2023). Precision therapy for a medically actionable ATP1A3 variant from a genomic medicine program in an underserved population. Mol Genet Genomic Med. Dec; 11(12):e2272. PMID: 37614148.
4. Yamamoto S, Kanca O, Wangler MF*, Bellen HJ* (2023). Integrating non-mammalian model organisms in the diagnosis of rare genetic diseases in humans. Nat Rev Genet. Jul 25. doi: 10.1038/s41576-023-00633-6. Online ahead of print. PMID: 37491400.
5. Guichard A, Lu S, Kanca O, Bressan D, Huang Y, Ma M, Sanz Juste S, Andrews JC, Jay KL, Sneider M, Schwartz R, Huang MC, Bei D, Pan H, Ma L, Lin WW, Auradkar A, Bhagwat P, Park S, Wan KH, Ohsako T, Takano-Shimizu T, Celniker SE, Wangler MF, Yamamoto S, Bellen HJ, Bier E(2023). A comprehensive Drosophila resource to identify key functional interactions between SARS-CoV-2 factors and host proteins. Cell Rep. Aug 29;42(8):112842. PMID: 37480566.
6. Jangam S, Briere L, Jay K, Andrews J, Walker M, High F, Yamamoto S, Sweetser D, Wangler MF* (2023). A de novo missense variant in EZH1 associated with developmental delay exhibits functional deficits in Drosophila melanogaster. Genetics. iyad110. doi:10.1093/genetics/iyad110. PMID: 37314226.
7. Tepe B, Macke EL, Niceta M, Weisz Hubshman M, Kanca O, Schultz-Rogers L, Zarate YA, Schaefer GB, Granadillo De Luque JL, Wegner DJ, Cogne B, Gilbert-Dussardier B, Le Guillou X, Wagner EJ, Pais LS, Neil JE, Mochida GH, Walsh CA, Magal N, Drasinover V, Shohat M, Schwab T, Schmitz C, Clark K, Fine A, Lanpher B, Gavrilova R, Blanc P, Burglen L, Afenjar A, Steel D, Kurian MA, Prabhakar P, Gößwein S, Di Donato N, Bertini ES; Undiagnosed Diseases Network; Wangler MF, Yamamoto S, Tartaglia M, Klee EW, Bellen HJ (2023). Bi-allelic variants in INTS11 are associated with a complex neurological disorder. Am J Hum Genet. May 4;110(5):774-789. PMID: 37054711.
8. Andrews JC, Mok JW, Kanca O, Jangam S, Tifft C, Macnamara EF, Russell BE, Wang LK; Undiagnosed Diseases Network; Nelson SF, Bellen HJ, Yamamoto S, Malicdan MCV, Wangler MF* (2023). De Novo Variants in MRTFB have gain of function activity in Drosophila and are associated with a novel neurodevelopmental phenotype with dysmorphic features. Genet Med. 2023 Mar 31; 100833. doi: 10.1016/j.gim.2023.100833. PMID: 37013900.

2022

1. Lyons-Warren AM, Wangler MF, Wan YW (2022). Cluster Analysis of Short Sensory Profile Data Reveals Sensory-Based Subgroups in Autism Spectrum Disorder. Int J Mol Sci. 23(21):13030. doi: 10.3390/ijms232113030. PMID: 36361815
2. Huang Y, Lemire G, Briere LC, Liu F, Wessels MW, Wang X, Osmond M, Kanca O, Lu S, High FA, Walker MA, Rodan LH; Undiagnosed Diseases Network; Care4Rare Canada Consortium, Wangler MF, Yamamoto S, Kernohan KD, Sweetser DA, Boycott KM, Bellen HJ (2022). The recurrent de novo c.2011C>T missense variant in MTSS2 causes syndromic intellectual disability. Am J Hum Genet. 109(11):2092. doi: 10.1016/j.ajhg.2022.10.001 PMID: 36332614 
3. Lu S, Ma M, Mao X, Bacino CA, Jankovic J, Sutton VR, Bartley JA, Wang X, Rosenfeld JA, Beleza-Meireles A, Chauhan J, Pan X, Li M, Liu P, Prescott K, Amin S, Davies G, Wangler MF, Dai Y, Bellen HJ (2022). De novo variants in FRMD5 are associated with developmental delay, intellectual disability, ataxia, and abnormalities of eye movement. Am J Hum Genet. 109(10):1932-1943. doi: 10.1016/j.ajhg.2022.09.005 PMID: 36206744
4. Gofin Y, Zhao X, Gerard A, Scaglia F, Wangler MF, Schrier Vergano SA, Scott DA (2022). Evidence for an association between Coffin‐Siris syndrome and congenital diaphragmatic hernia. Am J Med Genet A. 188(9):2718-2723. doi: 10.1002/ajmg.a.62889. Epub 2022 Jul 7. PMID: 35796094
5. Grosso BJ, Kramer AA, Tyagi S, Bennett DF, Tifft CJ, D'Souza P, Wangler MF, Macnamara EF, Meza U, Bannister RA (2022). Complex effects on Cav2.1 channel gating caused by a CACNA1A variant associated with a severe neurodevelopmental disorder. Sci Rep. 12(1):9186. doi: 10.1038/s41598-022-12789-y PMID: 35655070
6. Barish S, Senturk M, Schoch K, Minogue AL, Lopergolo D, Fallerini C, Harland J, Seemann JH, Stong N, Kranz PG, Kansagra S, Mikati MA, Jasien J, El-Dairi M, Galluzzi P; Undiagnosed Diseases Network, Ariani F, Renieri A, Mari F, Wangler MF, Arur S, Jiang YH, Yamamoto S, Shashi V, Bellen HJ (2022). The microRNA processor DROSHA is a candidate gene for a severe progressive neurological disorder. Hum Mol Genet. 31(17):2934-2950. doi: 10.1093/hmg/ddac085.  Epub 2022 Apr 1. PMID: 35405010
7. Thistlethwaite LR, Li X, Burrage LC, Riehle K, Hacia JG, Braverman N, Wangler MF, Miller MJ, Elsea SH, Milosavljevic A (2022). Clinical diagnosis of metabolic disorders using untargeted metabolomic profiling and disease-specific networks learned from profiling data. Sci Rep. 12(1):6556. doi: 10.1038/s41598-022-10415-5. PMID: 35449147
8. Deisseroth CA, Lerma VC, Magyar CL, Pfliger JM, Nayak A, Bliss ND, LeMaire AW, Narayanan V, Balak C, Zanni G, Valente EM, Bertini E, Benke PJ, Wangler MF, Chao HT (2022). An Integrated Phenotypic and Genotypic Approach Reveals a High‐Risk Subtype Association for EBF3 Missense Variants Affecting the Zinc Finger Domain. Ann Neurol. 92(1):138-153. doi: 10.1002/ana.26359. c.  PMID: 35340043.
9. Marcogliese PC, Deal SL,Andrews J, Harnish JM, Bhavana VH, Graves HK, Jangam S, Luo X, Liu N, Bei D, Chao YH, Hull B, Lee PT, Pan HL, Longley CM, Chao HT, Chung H,  Haelterman NA, Kanca O, Manivannan SN, Rossetti LZ, Gerard A, Schwaibold EMC, Guerrini R, Vetro A,  England E, Murali C, Barakat S,  van Dooren MF, Wilke M, Slegtenhorst MV, Lesca G, Sabatier I, Chatron N, Brownstein CA, Madden JA, Agrawal PB, Keller R, Pavinato L, Brusco A, Rosenfeld JA, Marom R, Wangler MF*, Yamamoto S* (2022). Drosophila functional screening of de novo variants in autism uncovers damaging variants and facilitates discovery of rare neurodevelopmental diseases. Cell Rep. 38(11): 110517. doi: 10.1016/j.celrep.2022.110517 PMID: 35294868.
10. Harnish JM, Li L, Rogic S, Poirier-Morency G, Kim SY; Undiagnosed Diseases Network, Boycott KM, Wangler MF, Bellen HJ, Hieter P, Pavlidis P, Liu Z, Yamamoto S (2022). ModelMatcher: A scientist‐centric online platform to facilitate collaborations between stakeholders of rare and undiagnosed disease research. Hum Mutat. 43(6): 743-759. doi: 10.1002/humu.24364. c. Epub 2022 Feb 27 PMID: 35224820.
11. Sharma S, Hourigan B, Patel Z, Rosenfeld JA, Chan KM, Wangler MF, Yi JS, Lehman A; CAUSES Study, Horvath G, Cloos PA, Tan Q (2022). Novel CIC variants identified in individuals with neurodevelopmental phenotypes. Hum Mutat. 43(7): 889-899. doi: 10.1002/humu.24346. Epub 2022 Feb 14.  PMID: 35165976.

2021

1. Manor J, Chung H, Bhagwat PK, Wangler MF* (2021). ABCD1 and X‐linked adrenoleukodystrophy:    A disease with a markedly variable phenotype showing conserved neurobiology in animal models.           J Neurosci Res. 99(12):3170-3181. doi: 10.1002/jnr.24953 Epub 2021 Oct 29 PMID: 34716609 
2. Khayat MM, Hu J, Jiang Y, Li H, Chander V, Dawood M, Hansen AW, Li S, Friedman J, Cross L, Bijlsma EK, Ruivenkamp CAL, Sansbury FH, Innis JW, O'Shea JO, Meng Q, Rosenfeld JA, McWalter K, Wangler MF, Lupski JR, Posey JE, Murdock D, Gibbs RA (2021). AHDC1 missense mutations in Xia-Gibbs syndrome. HGG Adv. 2(4):100049. doi: 10.1016/j.xhgg.2021.100049. Epub 2021 Aug 10 PMID: 34950897
3. Ravenscroft TA, Phillips JB, Fieg E, Bajikar SS, Peirce J, Wegner J, Luna AA, Fox EJ, Yan YL, Rosenfeld JA, Zirin J, Kanca O; Undiagnosed Diseases Network, Benke PJ, Cameron ES, Strehlow V, Platzer K, Jamra RA, Klöckner C, Osmond M, Licata T, Rojas S, Dyment D, Chong JSC, Lincoln S, Stoler JM, Postlethwait JH, Wangler MF, Yamamoto S, Krier J, Westerfield M, Bellen HJ (2021). Heterozygous loss-of-function variants significantly expand the phenotypes associated with loss of GDF11. Genetic Med. 23(10): 1889-1900. doi:10.1038/s41436-021-01216-8. Epub 2021 Jun 10. PMID: 34113007
4. Goodman LD, Cope H, Nil Z, Ravenscroft TA, Charng WL, Lu S, Tien AC, Pfundt R, Koolen DA, Haaxma CA, Veenstra-Knol HE, Wassink-Ruiter JSK, Wevers MR, Jones M, Walsh LE, Klee VH, Theunis M, Legius E, Steel D, Barwick KES, Kurian MA, Mohammad SS, Dale RC, Terhal PA, van Binsbergen E, Kirmse B, Robinette B, Cogné B, Isidor B, Grebe TA, Kulch P, Hainline BE, Sapp K, Morava E, Klee EW, Macke EL, Trapane P, Spencer C, Si Y, Begtrup A, Moulton MJ, Dutta D, Kanca O; Undiagnosed Diseases Network, Wangler MF, Yamamoto S, Bellen HJ, Tan QK (2021). TNPO2 variants associate with human developmental delays, neurologic deficits, and dysmorphic features and alter TNPO2 activity in Drosophila.  Am J Hum Genet. 108(9): 1669-1691. doi: 10.1016/j.ajhg.2021.06.019. Epub 2021 Jul 26. PMID: 34314705
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1. Wangler MF (2026). Improving Diagnosis and Treatment of Rare Childhood Disease using Drosophila Models. Department of Molecular Biosciences Invited Seminar. University of Kansas. March 25, 2026.
2. Wangler MF (2026). Peroxisomal Disorders. Invited Educational Seminar Global Foundation for Peroxisomal Disorders. Atlanta GA, March 28, 2026. 
3. Wangler MF (2026). Functional studies in Drosophila models for neurodevelopmental disorders. Department of Molecular and Human Genetics Research Retreat,  Galveston TX. January 14, 2026. 
4. Wangler MF (2026). Functional impact of autism associated de novo variants in Drosophila: Insights into SLC6A1 and NLGN3.  Invited Speaker 39th Annual Winter Conference on Current Issues in Developmental Psychobiology. Puerto Vallarta MX. January 6, 2026. 
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12. Wangler MF (2024). “Modeling new disease-causing pathogenic variants from rare disease in the mitochondrial and peroxisomal fission factor DNM1L in Drosophila melanogaster”, Biology Beyond Boundaries invited chaired session lecturer, Savitribai Phule Pune University, India, January 30, 2024.
13. Wangler MF (2024). “Uncovering Functional and Clinical Impact of de novo variants in Rare disease” invited lecturer, Tata Institute of Fundamental Research, Hyderabad, India, January 21, 2024.
14. Wangler MF (2024). “Model Organism Screening in Undiagnosed Diseases” Manipal Genetics Update VII - Cellular and Animal Models for Rare Genetic Diseases invited speaker, Kasturba Medical College, Manipal, Karnataka India, January 19, 2024.
15. Wangler MF (2024). “A Genomic Initiative to Study Severe Manifestations of Pediatric Disease”, Clinical Genetics Conference zoom talk, Baylor College of Medicine, January 8, 2024.
16. Wangler MF (2023). “Symptom Prevalence and Management for Peroxisomal Disorders”, Invited presenter, Global Foundation for Peroxisomal Disorders, October 24, 2023.
17. Wangler MF (2023). “Insight from Drosophila models into the impact of CACNA1A variants” CACNA1A Research Roundtable, New York Academy of Medicine, New York New York, October 10, 2023.
18. Wangler MF (2023). “Advanced Cell and Molecular Neuroscience”, Rice University guest lecturer, Rice University, Houston TX, September 19, 2023.
19. Wangler MF (2023). “Exploring molecular mechanisms of Peroxisomal Disorders”, Peroxisome Scientific Meeting invited talk, Seattle Children’s Research Institute, September 11, 2023.
20. Wangler MF (2023). “Phacomatoses”, Medical Genetics II lecturer, Baylor College of Medicine, Houston TX, March 23, 2023.
21. Wangler MF (2022). “Unlocking the Future of Brain Science: A Zoom Briefing with Dr. Huda Zoghbi”, Duncan NRI Zoom Pipeline Event, Texas Children’s Hospital, Houston TX, November 8, 2022.
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23. Wangler MF (2021). “Pediatric Grand rounds The Model Organism Screening center for the Undiagnosed Diseases Network”, pediatric grand rounds Invited talk;Zoom, Helen DeVos Children’s Hospital,Michigan August 24, 2021.
24. Wangler MF (2021). “Phacomatoses”, Medical Genetics II lecturer, Baylor College of Medicine, Houston TX, April 26, 2021.
25. Wangler MF (2020). “Peroxisomal Disorders 101” Invited Lecture for Newly Diagnosed Families,  Global Foundation for Peroxisomal Disorders, August 10, 2020.
26. Wangler MF (2020). “Biases in arginine codon usage correlate with genetic disease risk”, Boston Children’s Hospital Invited Talk; Zoom, July 14, 2020. 
27. Wangler MF (2020). “The Model Organism Screening center for the Undiagnosed Diseases Network”, Undiagnosed Diseases Network invited talk, Harvard Medical School, January 24 – 29, 2020.
28. Wangler MF, Yamamoto S, Postlethwait J, Westerfield M, Bellen H (2019). “The Model Organisms Screening Center for the Undiagnosed Diseases Network”. Annual Drosophila Conference Platform presentation; Dallas TX, March 24, 2019.
29. Wangler MF (2019). “The Model Organism Screening center for the Undiagnosed Diseases Network”. Japan Institute of Genetics Invited Lecture, Tokyo Japan, April 2019.
30. Wangler MF (2018) “An Organellar Perspective on Disease” European Molecular Biology Organization and American Society for Cell biology minisymposium Co-Chair, San Diego CA, December 9, 2018. 
31. Wangler MF (2017). “Genomic and Drosophila Functional Screens in Autism and Intellectual Disability” UT Health Human Genetics Center Invited Lecture, UT Health, Houston TX January 23, 2017.
32. Wangler MF (2017). “Next-generation sequencing and metabolomics in novel disorder of the peroxisome.” Vanzant Seminar, The Vanzant Lecture at Rice University, April 17, 2017.  
33. Wangler MF (2017). “The PBD-ZSD Metabolome” Invited Lecture at ‘The Development of Targeted Therapies for Peroxisome Biogenesis Disorders’ an NIH R13 NINDS funded conference, Washington, D.C., July 13, 2017. 
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35. Wangler MF (2015) “Accelerating functional annotation of Mendelian disease genes through Drosophila biology” Children’s Research Institute, UT Southwestern Dallas, July 21, 2015.
36. Robak L, Chao, Y-H, Xia F, Koenig M, Adesina A, Bacino C, Scaglia F, Bellen HJ, Wangler MF(2015).  “Missense mutations in the middle domain of DNM1L cause infantile encephalopathy in humans and peroxisomal and mitochondrial defects in Drosophila and humans”, ASHG 2015, October 9, 2015. 
37. Wangler MF (2015). “Insight into Peroxisomal Disorders from Exome Sequencing and Drosophila Genetics” Steele Children’s Research Center at the University of Arizona October 27, 2015.
38. Wangler MF (2015). “Insight into Peroxisomal Disorders from Exome Sequencing and Drosophila Genetics”, Washington University in St Louis, November 12, 2015.
39. Wangler MF (2015) “Insight into Peroxisomal Disorders from Exome Sequencing and Drosophila Genetics”, University of Washington, Medical Genetics, December 11, 2015.
40. Wangler MF, Yamamoto S, Jaiswal M, Charng WL, Gambin T, Karaca E, Mirzaa G, Wiszniewski W, Sandoval H, Haelterman N, Bayat V, Pehlivan D., Penney S, Vissers L, Jhangiani S, Tsang S, Xie Y, Parman Y, Battaloglu E, Muzny D, Liu Z, Clark R, Curry C, Boerwinkle E, Dobyns W, Allikmets R, Gibbs R, Chen R, Lupski JR, Bellen H (2014). “A Drosophila genetic resource to study human disease genes and its use for gene discovery in human exome data.” ASHG 2014 [Due to a severe injury, talk was given by a co-author], October 19, 2014.  
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Ongoing Research Support

World Visceral Myopathy Foundation (Wangler PI)				      05/01/2026- 05/01/2028
Foundation funds										           $200,000 DC
“Drosophila models of ACTG2 related visceraly myopathy”
This proposal develops fly models and tests therapeutic small molecules and genetic reagents in these models aimed at new therapies for ACTG2 related visceral myopathy focused on R257C variants

SILICON VALLEY #2023-32824 (Gibbs, King, and Bellen, PIs; Wangler, Co-I)        08/01/2023 – 07/31/2027 
CZI    											                   $4,000,000 DC
“Diagnosing and studying pathogenic mechanisms of rare and striking pediatric disease.”
This study will accelerate the identification and clinical care of children with rare or striking disease, will rapidly move from sequencing to functional studies in model organisms with bidirectional communication between clinicians and researchers, and will foster cooperation between families, researchers, and global rare disease networks to improve knowledge of fundamental biological processes and how they affect human health.

U54 OD030165 (Heaney, Lee, Milosavljevic, PIs; Wangler, Co-I)                          09/15/2020 – 08/31/2030	
NIH/OD 				                                   					      $ 1,248,305 DC
 “BCM Center for Precision Medicine Models” 
The Center will support local, national, and international programs and individual researchers in the development of precision animal models that end the diagnostic odyssey of patients with undiagnosed, rare, and Mendelian diseases and serve as resources for pre-clinical studies investigating personalized medicine approaches to their care. 

U2C NS132415-01S1 (Bellen, PD; Wangler,Yamamoto, Co-Is)       
NIH/NINDS (Common Fund)		                                                         	               04/19/2023 – 03/31/2028    
                                                              						                     $ 500,000 DC
“Diagnosing the Unknown for Care and Advancing Science (DUCAS)” 
Without access to an integrated approach to diagnosis, research, and care, many patients with rare conditions go from one institution to the next without finding answers or making progress with their care. This leads to poor outcomes for patients and families and poses a burden on our healthcare system. As part of this project, we will create sustainable, national infrastructure to address this unmet need for those who are undiagnosed. 

Completed Research Support

R01 HG011795-01 (Wangler, Bellen, MPI; Liu, Yamamoto, Co-I)    	                  07/13/2021 – 4/30/2026
NIH/NHGRI                                                                                       			                     $ 599,509 DC
“Genomic medicine and gene function implementation for an underserved population.” 
We propose to implement genomic medicine and focus on individuals who have not been able to afford DNA testing. A team of clinicians, geneticists, computer scientists, genomicists and model organism researchers will recruit 100 individuals per year from an underserved population suspected with rare disease. We will provide whole-exome sequencing to diagnose and discover new rare diseases and follow patients longitudinally across multiple time-points over a 2 year period.

R01 NS107733 (Wangler PI)							                 02/01/2021-12/31/2025  	
NIH/NINDS                                                                                        		                     $ 295,211 DC
“Neuronal Mechanisms of Metabolic and Genetic Defects of the Peroxisome” 
 This proposal focuses on peroxisomal diseases and tests the hypothesis that peroxisomal dysfunction leads to altered composition of sphingomyelins. 

Global Foundation for Peroxisomal Disorders
Michael Wangler (PI) 
07/01/18-07/01/19
The metabolimic signature of peroxisome biogenesis disorders
Role: PI
368479, Simons Foundation
Michael Wangler (PI) 
08/01/15-08/01/18
SFARI Functional Screen of Autism-Associated Variants 
Role: PI
K08NS076547, National Institute of Neurological Disorders and Stroke
Michael Wangler (PI) 
09/30/11-08/31/16
Neuronal Mechanisms of Peroxisomal Biogenesis Defects in Drosophila
Role: PI
Simmons Family Foundation Collaborative Research Grant   
Michael Wangler (PI) 
03/15/13-03/15/14
The goal of this proposal is to utilize Drosophila melanogaster to identify metabolomic signatures and cellular pathways related to peroxisomal biogenesis defects. These identified biochemical pathways can then be validated in human cells and ultimately in human studies.   
Role:  PI

U01 TR002764 (Constantino, John, PI; Wangler, site PI) 			    05/06/2020 – 04/30/2024 NIH/NCATs			        				                     $80,000 DC (sub) 0.7 person months
“Harnessing Clinical Genomic Characterization to Accelerate Translational Advances for Patients with IDD” 
The proposal focuses on patients’ intellectual disability.  It establishes a multi-center study to characterize and validate neuropsychological parameters in individuals with genetic variation related to ID. This information, along with new capacity engendered by a dedicated CTSA-IDD Registry to integrate genotype, phenotype, and electronic health record information on clinical course will create new opportunity to identify sub groups of patients with distinct profiles of symptomatology, biology, clinical course, and/or treatment response that will ultimately specify personalized approaches to intervention, and eligibility for innovative clinical trials.

